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imtm 1] ffit h ij y > *7 A tlx* J 9 n-^/U-ffift 
[ff^JS 2 ] tftb h * y A y 7 o-^JJt* 

$)iiieito«oHrifciiK. 

[HSU 3] Kbb*l>S/*-f*;**y?Q— 
flit fctt-»A*«Wt3*vC 

imsm 5 1 n**4 ssno. wiMc^^sr s -r t iz x 

[H3cJS 6 Iffib h# y ^4 >^** S ? n-- JvUftflc 

ffibhtfys^M/tovty^o-- t/HJWfc. 
[§9^7] ffib h#y^4;wx^y?o-^/Hjtft 
£ a- K-f &iHS^O d 1 i , %co*I3zm® 

£ a- K-T&ilfc^a 5 , iJtb h # y -f y 9 a 
-^/Hfttt^Hgi&J:t/Lag[£3-Ft-S&f^£\ * 

^-^-se^ tit Lxm^m£tzffi$imm?~?$> & . m 
*« 6 fse^fitb > # y 5^ /kxt y 9 o— r/uffi 
ft. 

[fg^jss ] w$m6 7imcrmt h# y ~/*ta 

fe+tisft^. b h ii y ^ )VX<ry&& £ SrM*#tt 
1Sfe^4'Obh^y^>f^X«r«!ai^&. *7A)V 

[000 1] 

&mxLtzimz.mi£.mti>mK'*> o . «fc y»»: 

[000 2] 

im&<r>imi b y ^a nxit. ^mz^m-h 

i£9^m:fei&fg±asfcIEl;: i o . b h # y i^-f /kx 
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&*mnmizmtzix&ztt%'>ti. *>%mz. 20 
mmt¥fm$tLti<pmmu 197^ &mm.6 3 9 2 a 

[000 3] bh*y frxamimuL ±ml 
mzn. vAfcMzx vftmzixtcmimizfm-t&z 

tlz±*). b h# y >">>f^xtc@Js^--i.c: fcjPitwt. 
^Sr^L-Cieit^-SCt^^-Cv^. bh^y 

)vx ti . ^-r*> i — 1 1» a >isxfk=F(Vimx 
[0004] ze>£ o ititBuzt, h-r. t y 

v^4>*L*an«itife^v ^xm^<rymm,zi:^A)v 

xmtti^m^^fx.^Z 1 1> . b h ij y >">>f 

[0 005] 3S«tCfcV^Tt>. tWJ^*Xi» 

( r t h fj y ^ >f ;PXco«iaE&{cov%T jfiiltll* 
2^10B/1*«®^2 0^ «^2 8^> ^'If^ixT 
ClO^ai^tCii. 106 M/mL W±.<F>*7 4)V 
xmg.iMmx-*> *) . .«ttBS«*««v^iioi=fir^. ■* 

[0006] ^i-c. ii&?ii(ast5T'S>^ pc rrjb 

>f/^£0«i^j£tcov^-c j ¥«1 1^2^ lOflfit 
fefe20^, WfL2 8-^) . 

ii. d<?)PCR^:iElcJ:l,^{fJj£*»\ os-^^y^-f 
[0007] 

imitfMikLXob^&mmi VfrV&ifib. 4-r. 

[0008] PC RKJEarfflt^^&lC*5V^ 

[ o o o 9 ] x o-c. Bafl^3ss^». ^iasnx 
<7mmtpc>te. xvf&mzmtiFsmx'h*) . ^® 
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[00 101 

[ooii] vfrvtc&b. xvrv—frvtjifocvm 
*^m*£$iaRLTi3it-t.&a\ /wry f-^j** 

i>K HSCIiSlrl)^. v^x£fitffceol?jII=5 
[0012] WMHUBtc, t F* 'J 

^/HBt*0>™H*fc a - K-r*«£T fc*tf i k 

-tzb-h. fm&mtf&<. fr-o. &mxtm 

fbm&®M%, 3XF^7*-v>-x#©6TiSv^5it 

h^u s^^f ^x^e y ? o— *vn**£«flw h z t & 

3- H^-* Jtfig^<o a *> . ^wfir < k i> % -t^TOfBW 

[0014] HRC. ffifl^H^ HgtfSitf Ugkn* 
{fftl. 2$HP*>\ >-'x^7 4 F*££fcJ; yftir«£-r«. 
Ck-CS&fcfl^kSrD. HgfcilXLSf4H::#3MiJ3r# 

frthimM^mmtf. &®mzjEL<mmzti&zt 
tmz 3 - H-f & mtirFtmx LKwmwwm x\ 

ifC^^- L . *>o^gr^ft<0i^it#IE L < SSI 
[0 0 15] H0fcJ:t/LgS:jEL< fiitftfr 

UAL, HMfeit^L^^ii^ga® (-*atafls) k 



[0016] *3mii. *tt^(*:^iao 

*>. ^-&<ki>. -eco^T^«i*Sr3-h-r^jIfS^^, 
y i^ta^Hgife it/Lgf Sr 3- F^-&$H£^£ . 
X^— LT«*£*fc«SBWg ; PC*& - 

[00 17] tWJ^^X (OT. «W=«;b6$r' 
vMSO. r^u>">>f7WXj k(i. t h^y^^-f/^x 
^S*-r-S.t>^k-tl. ) (i. ±KiKU^9-- fc'Sfe^ 
J§3§Iii?lJ# 1 'oGenogroup I (Norwalk-like virus) , TJeno 
group II tSnow Mountain-like virus), Genogroup III 
(Sapporo-like virus)<7)3«OitfE^MttJrli$ilT £ 

Zcr>3ffilZ-ftmZiX&tiK § ^iCGenogroup HC4 
iMrtfSL Genogroup 1 1 7 jftiiSL GenogroupIII iZ3 

[0018] -TT'C:. »J >"7-f ^xtcfcv^Tti^&y ^ 
a— HUttffeW^ffi § tiX 0 . £ ftii> /i^x^fit 

LfrLK&h. ^.Wm&oiz^ t)^)^A)VMzm- 

z^yrv-i-jiimz. *s?a~ *-/Hftf*c*3— k 

[00 19] 

cojtfeT^ffi^k^rS , fit* 'J ^fiiftj^^Baii. - 
)RK . S x-o- vIBflS k * U -i i^tnMX-m^at:^. 
&LXWz%&ffl&b Sr»^**"C#fe*i*M>f ry K 
-vSfflB&-C-a& 0 , *»*»*v\-f ry r-*--e$fflBa^t5^-cS 
*t$ix^tn;*{i. >"^-f;ux*7-^r-'Mtc*rLT 

a. mmihixx^&mKhmnm.ntv^jfrxi.z 
nLx&K&g&umzm: 
[ o o 2 o ] y v"7 4 )vx*l j ?v- j t)vmxm&> 
=m.. wk<mm&x-hhv&»iym. (hso . Light 

« (L«) 02SSO^W^^Sr3-H-r?,itfe^*^ 
^r^^ -ett^>2^0jt&f L #^T. ^<kttfUI 

(* y^>f;i^x*r xKfiUS) k^-^f^i4^«^ 

Ldk^^ffci.. ^^itfe^ (fit^y^Kf* 
<0Hgffci:l^LS[$-3-H-rSjt<g ; l 1 ) x^-Hf- 

[00213 £-f . ksunt\4 ry H-^ffliBii. * y 
/^^^st tx^Lfz-7'y^^^mm 

o-v) k5S^rtT^jeM^LTPS$n#St<0X' 
d— >-;Ut5t<*ti. ?>y^'>-f/U^»JIW(clS'&L. *»o 
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[ 0 0 2 2 3 fit* U ^ffttt£ 3- Y~?hm&FHr)7 u- 

Ba (ffi#l)vffiifci^yiB&) J; 0 RN A L> Zco 
jtf£^ RN A^HIt UCS£$E^IP3il£fflVvC c D N A 
£-£fi£U DNASrfflv^TlS^'J^tafljS-a-h' 

[ 0 0 2 3 ] fit* >J s^SMM^ttlBlWRN Atf>4Hi(i. 
JlS^O^cJroTff^it^T'^^. Witf, fit 

mmv. www K-viK^ie^RNA^. 
7 x j —^m. yT—zs> • * y h 7 * /— )imm<7>m 

#£*n<0R N Attaj^SrfflV^Tttffit-^ i b iz «fc 0 . 
U ^ffiffc££»7)R N A £ fc **"C'> 

[00 24] ^^OiHs^RNAS-ilMtcL^cDNAO 
ifflfl&OiiiS^RN ASrgSMi: U * 'J =fdT7"?4 
[0025] fttC, .I<OJ:3fc:LTf»4>*lfccDNAj&» 

*s p c Ra*o»e?«i*K:(c J: o . tjLtm&ffittm 
ztmvx. zti**$mzm3Lb~$-&mmm<7>^7i? 

z inzzttzmw%m3i*Tm&z-£T 
i&izfflm&=?*nmz-*t& z t wx-% & . zzx-m 

pUC ^99— is*)— X. pGEM^^— S^'J— X s pBR < 
, PBluescript „ A7r-y<^-f 

[0026] C«0J:0tCLT#^^cDNA^O->- 

Icffi^iiiiiT^^DNABrfro^ail^Joitigti. 09 
Vdf-tf-A-^/W*— r-& (Maxam.A.and Gilbert, 
W. Proc. Natl . Acad. Sc i . USA 74.560(1977)) , *f J 5 y 
CChurch.G.M.and Gilbert.W. :Genomi 
c sequenci ng. , Proc . Natl . Acad . Sci . U5A81 . 1991-1995 (1 
984) } , 7;l/f/l/7?xa CChurch. G.M.. Science 
240,185-188(1988)] . 1M 9 iVis— ?x^S CNatur 
e. 321.674(1988)3 » £ CSanger.F. .Nicklen, 

S. and Coulson.A.R.. Proc. Natl. Acad.Sci. USA 74.5463 
(1977)D^)*ftf-ffl^T> WSfrh^bifiX'Zh. 3r 



AB1 PRISM 310 Genetic Analyzer , ABIModel37 
3A (m%b i>PERKIN ELMER&l!) . ALF DNA Sequencerl 
KPharmacia ttH) 30 Zm^Xi&W&n<7)WZ£n o 

zti>ty^mx-bz>. 

[0027] z<T)£ oizvx tg&mn zmm-tz ztiz 

X *)'i%t>1xZ>. •*£{*HiI*$J:.tfL»te*c DNA9a 
AtiiCD-ftmiz «fc 0 . x**— 9--^Tf-HSr3- 
F-?-&itfE?\ 09;ttf, (Glycine-Glycine-Glycine^Gly 
cine-Serine) x 4 £ =2- F-T&iUs^ . &:fr LT Alfft 

10 0 2 8] ijaco^^T«^-*@(et* u Hfttits 
m*?zmziML2 ti.n& 9 ^^tor 5 j KE^JSr 

^M-rs i t & . -<?5 J: 3 ^-*^iJt* 'J 

[0029] &WC\ ±l£orj: < LX'&tziX&Rj] 'J 

u ^wkmfc^zm.mzm.xLx . 

i b t^mcSm^? 9- (U1T. 9-b t 

{0030] *&®<9 9-lt. ±MVtzX olZ^tfL* 

izmi 9 -t*>*). 'SMfrmmb vx. m# 
v isimz 3- F-tzmGFfz&tsmittm^ 9- 

yrn^-?-, -< ^V^ri^— rot- ^— ^cott^f 
^•t^Xo^-^-lB^ ; M^-tf. h^^on^Ac 

0)9-$*-9-&n ; A^ffi^r^a/^^U^A® 

orzhh. ttz. 'jzgiz&tx. mfmim&fti'9'i- 

[0031] mm- 
2>m&imz&^x9dM-r&. *%mi99-t:m^x. 

m'mmt&zbizx*). i^awaMi^aft^ 
x\ &*&A,tEmfiOismfK&m?mm. ta 

~^>X'*>h. 
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[0032] , ±&<m*i o ismftMttzmx-t 
z>mLk%zm.Mi. mizmfcztvt. mm. >r 

&<m^-?&zbtfx'Zh. 
[0033] -xmL^? . mmizmx-t^m 

If. TVu^^V^MzXhmX-nm CHorsch.R.B.e 
t al . .Science 227, 1229-1231 (1985) . Hiei . Y. et al . . 
Plant J.6.271-282(1994)D , gW^ffi*5jfls#^jI?i^ 

yyXhlZJUs-? hn^l/-y 3 ^ (Fromm.M.et a 
l..Proc.Natl.Acad.Sci.l)SA82,5S24-5828) . i?'jXf 
l/y/'j3-;l-£ (Zhang, W. and Wu, R.Theor. Appl .Gen 
et 76,835-840(1988) ] ^arfflV^^ft. mtlf . 
s r 4 9 iViJV^t. (Gordon-kamm. WJ.et al. .Plant Cell 

2.603 d99o)D . mm&tzimttmi^f-crimm. 

lzm.-?1r& CTopfer.R.et al., Plant Cell 1.133(198 

9) imzmfzzttfTZz. 
[0034] ^%w^9 f-nmx&ftZ'ti^i-zmtin 

ti^9 ?-zmmzuw\<?>mxL. z<7)-?-*-m& 
^imx^ixfzmmfm^t-rmk lx , »j 

/n?>fyyittafEf. mmm^xfMisMteT (ba 

[0035] ZcOX oizLX. Sto U ^ffltit&FHm 

*.&itixtz. *mmwat*m&*& z t wx-z & . & 
iz. *mmftmMfr^m®ft'^v>nMtj>m&£vmM 
imiz-ouxwrn-tz. 

[0036] im<t> j: o ^Sit L^±^^*a;^ i> ^ffitt 

4H1U ig&t&U& CYamada.Y.et al.,Rice genetic 
s newsletter 2,94(1985) } . 7rfD-Xb'-X£tf 
— XtgS& CKyozuka. J.et aL.Mol.Gen Genet.206,40 
8(1987) } . U— CDe Block,M.et al..The 
ro.appl.Genet.76.767-774(1988) ) , a-A-x 4 

CSheermn.S.et al.. Plant Cell Reports 7,13- 
16(1988) } ^O^SSrfflffl-rSC: fc^T'^ 

tzimztthhoxis.*^. 

[ 0 0 3 7 ] * LT . Cit^>^at3i DttmMfcW* 



[00 38] sflr*5. *3&BJtt:*3^T. ttSMfctii. ffi* 

co«, at ft, m mm) . aasrsira-aio-c 
[003 9] *»D!fc*5ivc % a^ttsaaflatti, 

[ 0 0 4 0 ] Z Z ^T'&^-SlO^fetfciifflSSr^L 
SS^ifeSrfflw^TF 1 WtoteZfriH-tZZ b t^fmx'h 

[0 04 1 1 <K(^ ±^COid{CLT#^^. 
im (OT. 'J t V^o ) <OSJS^ffi^o 

[0042] luiioj: ac. i&mfo (?mmmm* 
<&ts) x-ii. *<7>miiwnx\ Mte=FbLxm*&&tz 

tt*Vzsmfamfc?tf&%Lx^z®G.X'$>mf. 
^m.K.mmm). mm. t^xm. b'z<ot$ft 
x-tb -> x i> . b'<Mt\\jmxh iXi>. znmmm 1 1 

TfflV^di;*<T-#l». W?>9?h 

[o 043] ztit><7>m.mm*t>. **t^? u : ^ma. 
i%miz£*)mai-r&zbtfTZ&. mm. zn^m 
wnzm%%m®mb b uzm&*& zbtzx*). «t 

mb LX'&&ZbWX'Z&. 

[0044] *fita U HS«EWffl^tJ:ot<4, Cl^ffi 
[0045] W^f , #^>^*tn;^ U ^fit^itSfe 

ir. &%.<r)MmmizmmLxmm$:'<t\\ mvm?>m\ 

xi^Y??? 4-X'-9tWthZbX\ fUmt 

/^*«t^ 'j ^tJtf*$:^-& z b immx-hh. 
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[0046] ?^>(3. Z<r>m4*>£.mzl:t)m 
W&tlfzttfctiV vUt(*:«r, c-mycTag £{£ffll*:Ty 

[0047] MK^ZZblZ. *WMfc <*imftW\& 

T EHR-r & Z t ii^mx-h 0 . frfrh •> >f /WX ? 

[0049] £fz. AO^-f/UXtCtSV^T^ 

T-ft&iM*) fc» Sl-f h Ztlz£K). z eyfammfr <o . 
' * U /t^W* >-y fCWtl, ffiffr ( ,1? 'J 9 o- 

■jvHJtftoui* y ? a— f-)vtm ) i%h z fc *^rtg-c 

*>9. a^Ctte*. PI8Hcfi?fi n a 0 *: LTffllr^ifc** 

[0050] U v*t*tCStfCii. jMWCB tr 

»^ ("?W 5 Fi£. ^/t^/UT/Uxt Fi£. $3 
*aM8^BBWWIifcfifWf *>it£ ) . tbfcfe* ( 7 

[005 11±a;O«t^icLTMit$ixS. *ta^'J^ 

tmiz&wh, /}V^-(/^Mzm-^imtK^BLm 

WL®<®wz&v&*ois*74)\sx<?>mEt£mim 
ifx. mm*?>tb*j , ji"y-( ^x^mta-r^zt^ 

[0052] &mj&i . myitis l < tm mm^n* 
m%&£ tt±wm** y ->tm. mm*? a ^xmmzm 
mtx. m*%mm&&fcttimzim-?z>zti}r5im 

X'hh. ELI SAifc^E I A&mcr>JZ>*f>( 

A>fAy77t^ (^"^Bfflxy-yMA'f A^T-y 

iyf>(A>fAy77-fe^. ^SHexixirM A4 Ay 

T^-t'ff) . R I 7D-t-( h 'J-S. & 

mizto^x. zixbnmtt&.\,z<mti:&m* . 



[005 3] 

[usspy] isiTx mmmizio. *%mz*K>&mMz 
pgr**, *mi<v&ffiw®mi> i zi\c><7>mi>mi l zj; 

i 9 9 6^t;, mwmm±mm<?>m*®2.L>iz£ 

M$il^*y^n— h;H«:#:^*a)ia (NSFG22, NSFG2 
8.NSFG8, Na?G941: Virology vol. 207(1), P252-261, 199 
6)U. 1 0% (v /v ) »>>-Hfeiam?tJllRPM 1164 
OtS% (GIBCOBL&SI) T'3 7°C. C O 2 5 

(i. Mouse monoclonal antibody isotyping "kit code R 
PN29(Ainershani Pharmacia biotech.UK) SrfflWCfH 

[0 0 54] ^-f. ^-ftT>-^XT->f y^fcfit**^-* 
ttTV^O*SS±?fO. 5mLi:TBS-Twe e n«g« 
?K ( T6S-T/ 20mM Tris, pH7.6. 137mM NaCl, 0.1%<v/v) 

Ttoeen 20 ) 4 . 5mL?rJni. W&X\ 5^f^lO$^ 
ti. ^'(fy/Xf < y^ttSnLOTBS-Tween 
ilti»*KT2H]/5ft-fa«5fcV\ 1 OjuL <7)peroxidase lab 
el led anti-mous£*ift (K i tr-ftqfiT) *>'Ao^:TBS- 
Twee naWS5iL<0+-Cl ■S^MaSia'CRKS* 
^r. 4^:. 5mL^TBS-Twe€nM«?K-C2i5|/'-5 
^rf^a^, ^fe^C^g (4-chloro-l-naphthol (Kit 
-t-^") ljg. H202— }8£T8S(Tween 20$r^4^r^)50niL 
tc»*»LfcJB«) SmL^T'lS^Sjfl-eylfe^-li:. 

fa^t IgGlt/c-chai n*a— HL"CV>*i*: 

{00553 i»i#<0«S«i. v^^ojgKrt-cti^L^ 
t/?D- ^-/Pm^^ffO^t. Affi-Gel Protein A 
MAPS II Kit(8IO-RAD, CA) SrfflV^TtT-?^ . 4"f. * 

s?v—)-frimm£.fflMz. m^mttLtitk. mix 

10 7 cells/mL iZW^L. *>t>frl#>. 2.4.10,14-^ 

0. 5mLT'M*&3L*:. 7H* l ^> 1 4-HjSSL/iB AL 
B/cV7^.tC:0. 5mLTo}gat^. SS^. 7S*> 

£>i oas(;v>xc7)flg*$rsaixt. giryt^-^i 

^S^ffiS3 3% (v /v ) te**i^fc«»L*3&«^ 
Sn^. . 1 0 0 0 Orpa X' 1 5*Ha*>34>$Mi (TOMY SRX 
-200. TA-8o-:?£JBVv£> L^:. ?fc^1%^ 'J >i£fgffi 
^ig* (PBS ) T^*»L. 4CTllWtL^ Di 
alysis membrane (size 8, Xtf&ftM) iZ?j\. V yf&& 
(PBS ) 4>T'. 4X2T-2HS. miLtz. 3mL 
OAffi-Gel Protein A agarose^A-?^. 1 X 1 0cm E 
cono-<blumn chromatography column $■ , 2 0mLc7>Jg-^- 
*§®7K (pH9 ) Sr»£L^^. Sffi^JiifSS- P B SX'ft 
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«Lfc$giR£ 1 5mLs£L£. 50mL£SI 
U rt^trft^flL 2 0«i<O>§m$SSffi*£s£U I 

[0 0 5 6] 2. mRNAcOftaji: cDNA^M 

(5 X 10 6 ) tC, TriZol (GIBCO ) 1 mL £-)}UZ.ML< 
«H*U ^?ST'57tfS»fiL*:f£. 0.2 inLc7>?ao*/W 

[0057] mfcSHmtt < 10000rpni/15 5HBI. TOMY M 
C-150 ) £ffvK ymZmtt+^-^lZ&Ltz. Zti 
IZ. 0. 5mLtfM VTStVTJUTl-frZDuz.^ 

1 OtMUSIEL*:. 1 0 0 0 Orpm X'l Q5ffl<7> 

^ftmsm&wfflt. 7 o%<ox*y-/u-e&i,\ 

M$£ L . 'J?m.V>D E P C LT . tftftitfc^ 
£#tf* / 7 o-^5if4tS^ffl)}aR N A®mt Liz . 
[0058] ±il0Mmz£ <0nt>ixttS?n-i-)l> 

ttM&Mmr&m&frR uAzmmtLT. cdna 

Lrt:. -rtrfc-fe, 1 /*g ?a— r/l4a 
ffcl£»7)RNAt, i£K^Rj£*gffii8 (50mMM>X 
- MM PH8.3. 75mH*flyfry>A. 8mM UK.-??*^ 
A. lOmMf^:** W r--/M , 10mM dNTP . SOpmolOl 
igo(dT) 18primer „ RNase inhibitor . RAV-2 Re 
verse TranscriptaselO U (Takara. Japan) frJD^. . M 
iST'lOTh 4 2TrC6 04HHRfcS-£fc. Z<DKm& 

— SS£ P C RRj5ti5V>tffl^fc. 
[00 59] 3. fitffcie^OPCR&ffi 
!JEf*jt{^?^tii|6^PCRRfi5^{4, 'fAyy-yM 
(NISSINBO, Japan ) G0Hg[5" FabFvfflpri 
me r ( E?iJ#^- 3 3 — 3 9 ) £HM3' Fvffip r i 
mer (K?iJ##4 0~4 3 ) . ±fcli. kB3' Fa 
b • Fvfflpr imer (ffi?tj#^4 4 — 5 3 ) fc ArgS 
3 ' F vfflp rimer (E?i]#^5 4 ) <?)&X.-&frit 

<OHg|fc*g[$t^£ftaiL*:. ijti!&ttDNA;K'J*7 
— fe*[PLATINUM TaqDNA PolymeraseHigh Fidelity (GIB 
CO BRL ) ) £JBv^ CiixK^ttcoJgs^fcitT^fiS 
mSrffl^T. %m<r>fmwiz§&®2itfz?m (1 xHigh 
Fidelity PCR WffiWL, 200/iM each dNTP mixture, 2m 
M MgS0 4 , 0.2 each primer, cDNA 500ng. 1 unit 
PLATINUMTaq High Fidelity ) KSoTffo^. SfcRto 
14. 9 4X:/2?tfSfln&Uif&. 9 4-C/3 0SK 6 5 

~5 5x:/itir < iim ?/prtKix:-f-p-Rf-&) & 

1/ 6 8 -C/ 2 4MH<3»wM ? /PRf5£ . 10t^f7;W 
-ofc. 9 4X;/3 0*K 5 5X?/l#&tf6 8 

&mz. 6 8-CT-5*S^^D^«V^ PCRRJSS: 

[0 0 6 0] ±|fi<?)PCRRl5-C-iilg$ftyt:cDNABi 
Jtl4. 2%r^a-XyVU"Cm^*i&(100VolV30min) 



U ig@$ii^3 5 0— 4 0 0bp-^>fXoy\'yh'5r5i 
f2L£. -e^ttli^g^WOaiL-. GENECLEAN II Kit(B 
10101 %t, CA) ^fflV^TWSSSrffofc. 
[006 1] Sf, lmL<7)sodium iodide *§3S£2jQ;i, 

s*x:x'5ftffi9mLy>\s£mfri>tcik. iovi <r>gi 

assmilk £Mz.\ *±tDNAt^§^. 21S?)N 
ewWashii5O0AiL TCOiH&CO®;. 9ftftcC-£. 
TE^f«3 0^ izmfrt. 5 6'C-C'l O^fiUffgL 
fco 1 2 0 0 Orpm -C-54HSL Mi&-Cja4>7r&g (TOMY M 

c-150 ) L^mizwofcz. mwLtz, mmttzmm 

Wfi&i., pGEM-T Easy vector system (Promega |fc) Sr 
fflvv ^cr>^mzn->x^ 7^-~V^^^tz. T 
4DNA'J#-fe'(l xzL ) s p GEM — T Easy 
(U«L ) . i(MIS!M200ng) „ 7^-^3 
^KtiM&WL (300mM Tris-HCl. pH7.8, 100mMMgCl 2 , 
lOOmM DTT. 5mM ATP) 1 txL £#tfl O^L OMC^K 

[0062] <nytfyhE. co 1 i <7)mm>m& 

i&(-80 'C> ^#$ii-CVA^«ffi (E..eoli DH5a, A 
0494) SrLBT^'Tl^-h (GIBCO BRL ) iZAbV — 7 

L, 3 7X:tc-C-Bftt§«L. iSS^y^/z^n- 
— k 0 . 2 5 OmL<7)S O Btgtfe (Bacto Tryptone 

2%, BactoYeast extract 0.5%, lOmM NaCl, 2.5mM KC1 

) izmm Lti. is 'cizmm lkv- ^>j-^x-^ 

— (EYELA UNI ACE SHAKER NCS-i300, TOKYO RIKAKIKAI 
tt) TfSJtL (0.0.600=0.6 ST) , 1 OfrffitfifflLfz 
4X;X'3 0 O Orpm X'l 5^jS'D (CS-6R Centri 
fuge.BECKMANa) L. B^frSIRLJt. JijfS-^^. 8 
OmLOTB (lOmM PIPES, 15mM CaCl 2 , 250mM KC1,-^ 

^5-f*t) izmmt. l o^fa^aiLfCo 4*c 

T, 3 0 OOrpm T'1'5 ttfSM'L* <GS-6R Centrifuge. B 
ECKMANft) L. mftZlslMLtl. ±.m*m%. 20mLO 

t Bizmm l . mm^m^ i 7%t «t o izd m s o 

(Dimethyl Sulfoxide. ^5-flt) $r^&PL. l-0# 

[0063] y—is3>1k<7). 77X5 K^n^tr 
fyhE. co 1 i (0H5att)^f^i»:O 
iatffoit. lOuL co^jy-isa >KffiGLlzay 
efVhE. coli50juL £@fSU *±T20tt 
4 2X:T'27>S3!5aL^:. iS*>C L 
B?g«£^«I (GIBCO BRL ) lmLSrJn^.. 37KX'H$fS 

mmLti. mmk. LB7*-ri/-b (r>e^u> 
tt) tzmz. 3 7xzx—*&igmv. ^isiL^ift 

Sr^lX. LBigfldSift <GIBC0 BL) 5mLfcJn^.. 3 7X1 

[0064] ?o--y/77^ 5 r^O^St4. QIA P r 
epSpin Miniwep Kit(QIAGEN tt)£fflv^. SSL^: 
ffi«={4. 12 0 0 Orpm -C2tHIL m.iELTm*Mm (TO 
MY MC-150 ) U Ji7t$:l^#. P lH®?g2 50AtL . 
P2H«?82 5 0juL . N3gS}S3 5 0iuL €rJn^« 
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mtttk. 1 4 0 0 Orpm T- 1 OftO. m&vmMm 
(TOMY MC-150 ) Ltl. ±jf£. QIAprep*7A 
fcA*t, 12 0 0 Orpm X' 1 ftlSBtfr (TOMY MC-150 ) 
U #5A£PEi|g«iK7 5 Ojml TEi 
»*65 0 AtL SrJjDX.. 1 2 0 0 Orpm Tl 4HSI»fr (TO 
MY MC-150 ) U 7*5^5 H*«»Lfc v 

[0065] 4 . t&mtmcofm 

nhtltzryXS. HOrt, S®24ffl/ S±9 OflO? 

[0 0 6 6] TyX* KDNA 2 0 Ong. T77 

zp-i "7— (TAA TAC GAC TCA CTA TAG GG, PROMEGA #) 
i^(iSP6 7'-7^f V— (TAT TTA GGT GAC ACT ATA G, 
PROMEGAtt) ljtzL . ABI PRISM Dye Terminator Cycle 
Sequencing Ready ReactionKit (PERKIN ELMERft) COB 
ig Dye Terminator RR Mix 4juL KJ£?Kl 0//L) 
PCR < 9 6°C/1 5fJ\ 5 0°C/ 1 5$.\&U'6 0 

it. m.fmiZ5 0 Ml CDJLfS-frZliUz.. t|C±T. 2 

oarawBusa, 4t;t, i4ooorpm -c-2o#f§ 

5§4> (KUB0TA1720) U ±?ff £B££ . 7 0%X^y-/l- 
20 0^^1, 14000rpm -C20^ 

34> (KUB0TA1720) U ^S#l?!l£l&*LTS£*|L*:. Te 
mplate Suppression Reagent (ABI PRISM, Applied Bio 
systems tt) 1 3 jtzL SrjDxT^r/t^jg^U 3# 

SiS?iJ£\ 1M7/1^— 7 X >-;*.£( Nature 321,674(1 
986), 310 Genetic Analyzer, ABI PRISM, PERKIN ELME 

ffi^JfccO©t«tt^ s JfASftT^ScDNABW- 
#-e-*1*-'*r?^XCDHg[ (NSFG22 (ffi?lJS-5f-l . 2 ) . 
NSFG28 (ffi?d#^5, 6) , NSFG8 (ESWi-9. 1 

0) , NSFG941 (HW^l 3.14)) J:*§ (NSFG 
22 (il?lJ#-^3. 4 ) . NSFG28 ( ffi?"J&# 7 . 8 ) . NS 
FG8 (mm&m l . 12), NSFG941 (E3WI-1 

5. 16)) m#MizrFX'$>ZZtZmmLti. 

[0067] 5. -*«fit*aeT^« 

-9"- (leWf-l 9, 2 0) } "COS: 

5' SmaIfffl|SBgp3gf2i&aS{2 (A* A o^/WX£: 

±wmx'<7>mL<r>w&. ecori ) ttt&isr+iimn 

(WM&nn, 18)$r. 3' Hfc. c-myc fit«£|2il 
SPtt ( ffi?!l#-f-2 1.22) fcKDELi^-HU <U 
5fl#^2 3. 24) tSOISPSSacI (A* A o>M 
•CO^^^tiSmal . *mnX'cr$mcr>Wr&lt\\ indll 

1 > cD§2§^£ttiirr&*:tf>£. xif>r >-Lfc7*5-f 

[00 68] #*OHg5' 5taBteii0*^ 

r^vwm. 3' imizizv>*}- (^m^s- 

i:3 5bp#*-A-7>y7 , ^-6J:o£) £=*-K-$-6«k 



3 £t£It L ^75 4 V— CNSFG22, NSFG28COl§£-{±VH-l 
eader(22.28) ( E?iJ#-*§- 5 5 ) . NSFG8 C0i§irfi VH-le 
ader(8) (ffi?lJ#^-6 0) » NSFG941 CO*§^4±VH-leade 
r(941) (K?>1#^6 1) 05 'primer tVH-l inker (22, 
28) (mm^S 7 ) <D 3 'primer <?>&A.-&hlf) b . 
#«^atM5' 'J>#- <-H««>3' *5§i: 

3 5bp^3j--M'-7 y r-TI.«fc oiz) fr\ 3 ' 
c-myc tfLfoVm&ia. EQKLISEEDD tKDEL^X^ 

Jp£3—\z^&£olzWcMLtiy" : y4~?— CNSFG22, NS 
FG8 inker (22) ( £ft#?5 8) s NSFG28 

cD%£tiVl.-l inker (28) (ie?ij##5 9) . NSFG941 co 
VL-linker(941> ( £$|#?6 2) C05'primer 
fc. NSFG22. NSFG28. NSFG8 CD*§-£ti VL-Tag(22.28) 
(E?lJ#-^5 6) . NSFG941 <7)^iVL-Tag<941) (E 
^##6 3 ) CO 3 •primerCOm^^D i: . PLATINUM 
Taq DNA Polymerase High Fidelity <GIBC0 BRL ) 

t. zMzmnnmsm&£xs%.imMzm^x , ±ie 

1 0 0 6 9 ] ^RtE{±. 9 4°C/ 2^Jtg^L^a. 9 
4X:/3 0#. 4 5*C/1^&V : 6 8 , X:/'2^C0^ 

is$^DNA8frmi. 2 %7#n-xy;l'Tmi) 
(100Volt/30min ) *i«i$il^4 O Ob P -»M X<D 
>*>V:$:mUtk. flJOtiiL. JbJeOGENECLEAN II Kit<8 

ioioi a. ca) zm^xmmzfiifc. mwLteumt 

K m<OD N AfflrfrSr P C Rfimz i 0 , -*^<CL^. 

{0070] -r^ri5*> . um<7>s • itmizfflmmmmm 

«Btt«r8k5eLfe7"9-f V- CS^S^ct)^. Smal 
(E?«#-^64) . A^ A a^^^xfc^Pffi|^^(7) 

ecori -) Km<n3' ^miz 

SacI (E?0#-^6 5. 66) . jlWJ )VX 
ZmMnm-k. Smal (Ii»f6 9) . *PffifS3i^ 
1§^ S Hindlll (ffi^iJ#^-6 8) ] b V 
— y yTi^—iryx^m^. PLATINUM Taq DNA Polymer 
ase High Fidelity <GIBC0 BRL ) t. ZtlizmtOM 

mm&zvKmtmzm^x . ±ie?)pcrrjs<d^jh 

[0 0 7 1 ] fmm±. 9 4X:/ 2ftffiM&Ltl&, 9 
4X:/30&\ 4 5*C/ 1 ^miXl/ 6 8*C/ 24HB*>J» 
^/WKie$:. S-^-f^iWfofc. ^V^T. 9 4'C/ 
3 0^. 55X;/l-4Ma. 2it/"6 8X:/2^<0^^ 
151M itC. 6 8*CT'5 

*H#«SIoS:fi«rK PCRSieSr^TL^. PCRS 

js-ciiiii^^DNAWfrJi:. 2%r^'a-xy;p-cm 

M*16 (100Volt/30ain ) *M(i$^c*»»4 0 Obp-tf- 
■4X<7)rt>-VZW2Xk, ^JOffiL. Jiie^ENEaEAN II 
KiUBiolOl tt. CA) SrfflV^TmSSr^o^. ilL/c 
pGEM-T Eazy vector system (Promega tt) 
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hE. col i <DH5aft) 'ViO^fffelglSrfT-^ 
fifc. QIAGENSpin Miniprep Kit(QIAGEN it) SrfflV^ ? 

[00 7 2] fk&2 4Mcr>'&t>1XtiT7X* Hlcfctti. 

fc'#&^ii:£5StZU -e*i-ffi2 2+ l 5 
25. 26), 2 8+ 19 ( KH## 2 7 , 2 8 ) . 8 
■+ 6 (E?!l## 2 9 , 3 0) . 94 1 + 3 (ffi^J#^3 
1,32) fc#*Lfc. 

[00 731 6. ^x.u^Jtl'Z.&X'OZm 
A=5f jlO^^^X^^^ — p VL1 3 9 2 (Pharmingen 
t)li,E. coliDHSat^ ±^S"^?AL 
T. i<0*IWl*«:JBIMlK«tfca, -it£. T^tf^ 
U >1 00 J tzg/mL£-£tfLBtgJft5iiiL4'T\ 3 7"CTt 
*5lv£-&t£iiU mm*t>, QIAGEN Spin Miniprep K 
it(QIAGEN it) FDNAfcWRl, 

;«pVL13927-7X$KDNA50^L IC. 
EcoRl 4 jul tW.ttcr>m.ffii8.6 jwL Srlni, 3 7*C-C4 
BSSRJSSrW^. T5X£K$OtJJ»r£*to*:flL 1% 
T*'o-^imit»8tL, y/USHBO-ittU Gene C 
leanTttiSLT. SM*6 0^L tZjgJKLfc. CKODN 
A^jgtCT/^^^y^^-X^r^— tf ( 1 Ounit) 2 
M . mmnffiffil Out J3j:t/j@^*2 8/iL £Jn 
^ 3 7«CT3 0fl-|^B$ 7i/-^i^n 

-CDNASrflfaiStK 7 0%^? S-tVX-ffiflk. 

,Iix£j@fsfc*2 0,uL l:m^, pVL13 9 
2<^^-t«A-rS2 2+ 1 5, 28+19. 8 + 
6 . 9 4 1 + 3cO-*g(ffitt£{£^l8T*DNAte. euie 
(0 P GEM-T^^-Srffl^r#^77XS KDNA 
1 5 ML Sr. EcoRI 2juL -C3 7 c C~r\ 4B«gIRj£$+i: 
T«JSrL*:f£. 1 %7#o-*«M*»-C7tfiiU #78 
5 0bp<0^>HSrflJOaiL'C. Gene Clean-CffSSU jg 
f£*2 0/iL iZ&MLK. ±ieTl#^>il^^^-DN 
A^jg7juL tlfA-t^DNA^jgl j"L . T4U if— 
-fcf l^L fcitf^t^WSl/xL £^LT. 16 

E. col iDH5a3ytfyW$;fitiL 

•c . f§ $>titzmm#) 2 o tttco^, ^t. pc R&x--*m 

tvcti. 7°5*S KDNAfcHRU ^«E5iJ$ria^ 

[0074] j** ^^(Ty—^mtmm^^ 

Ji. Baculo Gold Transfection Kit (Pharming 
enit) tJflWCfrVi. S*£*S f 9 i|fflB&$T^it*EI& L 
fc. t-f. ±I£T#^^T7XS KDNASrO. 22 
//a <T)7 4)V?-X-WML. *<?>25uL (2 — 5/zg 
DNA£-£tf) Baculo Gold Transfection Kit5ju 



L t&SLX. Sftmj&X-WLmk. mft<7)Transfection 
buffer B 1 mL£ M tX . Sfl^ifc;t.'^ *o >7 >f /kX 
fc#iiSLfc. Sf9fflfia(i. 1 0%*7^lfejfcllitff£#tf 
Gr ac etgtiil (Gibco BRL it) SrfflWC. 2 S'CT 
T\ »EMIHttt«Ufc«. 2X106 McrymMZSvL 

nmmzw-mmt. e owtimmmmris- mcellsta 

R. Greinerit) .fcftau 2 8'CT\ — W£mLtzi>?> 

zm&mtLxmmLte. sf 9«smt. s^tm*: 

Transfection buffer A£ 1 mLflO*. . ^ZiZ. Si 
fc. 2 8-CT'4B#^tg«t^. fiU U 

$ 2 sxrrssflWtti/t , «sfe§-^ . im±.m 

30 0 0rpm T'l Otifflim.'b'ftmLXMI&ZmZ . 

ffl*i^^AO^>f -s-fet. s f 9«a 

fl& ( 3 . 2X106 «/5«L) K . iMW&m&O&Z. 
i^ i D'>>(;|,Xl3 0 0/iL Sr^a^T. 3BS. 

[0075]^'=3fAa'7>f ;k>?.tc— *g(ijL#:iH5^*^ 
^m^.$ixT^S*>SAHi:. S^iS««SaSr 3 0 0 0r P 
m X\ 1 0^a^MLT*y>. Sepa Gene (ELJcM 

m&) omttxmtzm^xDtiAZfaiiiL. pcr^t- 

[0076] S f 9MW8.X'M*>Ltz&*-&z.J<* aO>) 
>f;u^(i. ^^^«^<7)ft«r=5rM***TN5«fflBa 

(5X10 5 cells/nd.) 1 0 0mLtS^$+±3t„ 4"B 
mzmm^mUL. &Wte®ffl ( 1% Triton X-305)i: 
Se«^»B^*^J(Protease-Inhibitor-Cocktai 1 , 
Roche ft) Sr-^tfPB SXm&Zit. 1 0^<7)i@#jS 
MSXAstorason . MINCKtt) 60. *.<§TX~'<f'>tz 
4*C. 1 2 000n>m f. 21ffl. S'C^SiL. ± 

[0 07 7] 7. Adf itJ^'f^X^^y^-^®^ 

&$:'JHiW>'7')W< >y7 r — <^).5M Tris-HCl P H6.8 
lmL, lO^SDS 2mL,/3- ^/WhX^/- /WO.omL.^U 
•feO-;HmL, aig^lmL, lZBPB^jg) t-^L. 10 
0X:T-57>M^<0«I«[2:. SDS-PAGEfci^ 
XX^^D7 h^T'ffP^fL^. SDS-PAGE (1 

2%) x-0>?y*7&<vm2ii.. y^aaw*3 o-^s 

(5 0%^^y-/K 10%PR)\ Quick 

— c b b (fteieism) «rciB»BBifefeLfc«. 

fgSrH©*+T'-BfeSt a LT8l€iU *«»3 04f o^W 
WhmX'lt. SDS-PAGE (12%) ?lVti> 
7b-) "rt-SlS2iA/«2t > l^^imt 

x. fytrmzm&Ltz. znmi. 3%mas/i, 

^ (SM) £-&tfPB ST <0.52 Tween-20^-^ PBS) 
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4>-£\ 4'CT-t/n7^>'/S, 1%SM-PBST 
•CI OOOfgK^IRLfcltc-myc -?^XfSm (Resaerch 
Diagnostics*!:) <PX\ SiST 1 B#l§]gtIS$-tfr. PBS 
TtlOm 3@ifc^£. l%SM-PBSTtlO 
0 0{gC#^L^HRPglfiJJi-?'>xi gGiIii7f4JT\ 
£»T. l-B«BE«a*fc. 3EI?fcftflL (PB 

■ft-?tf)fiS3{i. Sepharose conjugated Mouse anti-cmyc 
clone (ResearchDiagnosticsifc) Srfl3v>Tfr-?7t:. 
[00783 8. 0tfls«tt«9^ 

WJSf*4»#5-Silfca , JS'*>-frt'.X (Chiba ») 

N 5iNBM3&&$i££13fi±m*^ISl§L*:. 
[0079] £~f. TN5HHBa (5X1 05 cells/m 
L) 1 0Omimtl ,f )t l ZM*-WiZ-*74 frXMlvLZtoz. 
T. 2 8*CT'7BH*gSL*:±}lt7 5 0mL£. 14 50 
Orpm T'3 0#&f. iS^ffi (TOMY SRX-200, TA-8U- 
?) LT«&2r|Sk£ . $^C100000g, 2B#f§JcO 
Jffi&frftJI (Hitachi CP80« ) X'&hKtzimm* , M 

£. iimmissmmmftmsffi. < 1 o%. 20%. 30 

%. 4 0%. 5 0%) (CMLT. 113000 gTl 
ifcMMiU 0. 5nL~f~?ftWlLX . BCA Protei 
n Assay Reagent Kit(PIERCE) X\ ? >>*?m&$:m%. 

V*5r£m#>. 5 2000r P m X'3I$S. iS't^Ht (Hi 
mac CS100 . RP 8 0 AT. Hitachi koki *t) LXJj . 
X )i/*JA )VXW®.tt EUR L . ^*<7>je$fc*T?gJg L 

U SDS-PAGE ( 1 2%) ^ir/^iX^^-yn 
•yTM yf&Xl&tfLti. <)iX^rn.yf^^ 

*) col OOOfg^iSzr. -<Ztn.mzUHRPmmf}i 
gGiflljfCOl 0 0 0^f#f?^t?rfflV^. 

[0080] ^-#0^ o ivxmmmi. 
CiJit^^ELi sAmx-m^Lfz. t-r. 0. 
o 5M n&mi-h U ( 1 U «•/ hyw*. ^id 

th^Al. 5 9g . Kl7KSth'J 1 !?A2. 9 3g 
. TyfllthU^AO. 2g . pH9. 6)X'lug/ 
ml^K#S?L£mg!ftI& r P£. EL I SAffl96ft 
7>f?nri/-h (Coming tt) 1 0 0/i 1 -fO#& 
L. 4'CT— ^IfSLTn— x-f >7Ltz. a—y-iy 
7tfzTU-h£PBSTX'2\Bliktr&. 3%SM-P 
BSTr3 7W2~3^/0 7^y/L!t. PBS 
T-C 2 2 fS^K^5"J^ * o 4 )VXJ&k 



7x:T2mmLmz*tti. $<bc:PBSTT'3.iH]&if 

f£. l%SM-PBSTtl OOOfe^fRL^c-myc ffi 
#$7U-H:^L, 3 73CTlB«aRJG34tfc. P 
BSTT'3®*fcfrf£. 1%SM- PBSTtl OOOfS 
^#f?UcHRPSta«t-7^XI gGj£l?t4»T\ Sffi 
T. lBSBSaBS-ii^:. ;<07l/-h*PBSTt3fl . 

( 1 'J y h^* . ?xy^-yJ<WH56.45 
g . 0y&*m-1-bV<7&l 2 Ac 13. 8g. ABTS llmg 

. 7®®nt*.mmiuL ) 1 oo*tt z-ris-bizmn 

LT. 3 7°CX"&.mi*-tttz« 3 4 0 5nmC0«bt 

££V>f ^orW Ml— ^— (Bio-Rad model 5 5 0 
Microplate reader ) tittfc. ^Olgm. — 

L*:®SiT*& 0 . at «B*s«o«iWsfc*«G L^4 05 
nrntfettSlR^Sr^LTV^) . 

[0081] KX&mx'emm&y 22 + 1-5. 28+ 
19. 8+6. 941+3 (^^miXttmsi^mKte . 

Escherichia coli AD494 #) *Z*fi 
Aii*. 3 7°C-C^«5^ (O.D.600=0.6 ) 
Lfz&. S*§}SS^lmMtC^SJ:oIPTG(isopropyl- /3 
-D-thiogalactopyranoside) $r^D. £ 44:1 7 B^faM^ 
ffi*^ 10 0 0 Orpm -Cl-5$HH*>»«MMi (TOMY 
SRX-200. TA-8c?-^) "CA^^. ifcgt£#ffli£ttlPl 
(0.05%TritonX-305 ) 2r#tf P B S (0.05X PBST)*C!gi 
JSt. ^^5^<® (Astorason. MINOX *t) ^ffl^ 
T. ( 1 0# - 6®. *Ji> $rlTVV 

jS^SIiSSrfflV^ja^ai (4*C. 120 0X)rpm • 

3o^s) ±.mz±mw*itmmtt. mktt®im 

cO^COffiigfi. COS0S-PAGE& i: Western blotftT* 
^To/i. Western blot^T'(4. — dSn&t LTtJic-myc 
T^X^ J 9 a— +;Wfit«c$r0.05% PBSTT'IOOO^SJL 

df^^— k'^MKiL^">XIgG f:0.05% PBSTTlOOOf&ftf? 

[0082] B. ifctjO~s^4/l>X*S<7v]—)-}l>m& 

^2 2-5. 22+15 (S^l##2 5 • 2 6) . 22 
-8. 28+ 1 9 (IE?d##27 • 28) $r^tf 

pGEM^^-5:. WmtmSmailtiXlfSac I 
TifrfcU — c D N A Bft £ Vfz. 

[0083]^^-. ;^)cdna»^. mmz. m 

mmSma. I i3«tLf S a c I T'?mL*:lf ifoll^? 
^— pBE2 1 1 3<plant cell physiology vol.37 49 
-59,19%) C^m. i^^-tiO/^iiHBl 



"(til) 302-2532 6 2 (P2002-253262A) 



[oo84] nhixtzm&mmfrh . mmim^K r 

7*SFfrttaiU ^tl^'ix, pBECAB22+15 
(II*i|#§-2 5 • 2 6<?Dc DNMSr£-S:£-t?7°7X5 
H> , p BEC AB 2 2 — 5 (pBECAB22+15 
c7)cDNA8ff)n<7)-5*>, C*Sffl0co4r5yKSS^3 
-r--f-S>Sfcft£Xifc) , PBECAB28 + 19 
#■§•27 • 2 8C0cDNA£-£tr) fcit/pBECAB 
28-8 (pBECAB28+l 9^c DNABrfrOo 

[0085] Z<?>£ o iz tX%^tltz. 4mM<r>*tfLti 

t> Agrobacterium tumefaciens LBA 4 4 04 (Clonte 
chttiS) K&AL*:. 

[0 0 86] JlflsfftlCti. Agrobacterium tumefaciens 
LBA 4 4 0 4 5 OmLOL B*gflstgtffi* ( 1 % Bacto 

tryptone . 0 . 5 % Bacto Yeast Extracts , 1 %J& 
fl^r-'J^A) T. A6 0 0<0iSbftIfr\ **U - OC^r 
**T2 8'Cf«a^Lfc. ^LT. 7jC±T&ifl&. 
4r-C'3000g OSCv^gt (Kubota RA - 6&J&lvfc) £ 
ffVK SffiflL lmLO^L/^OmM^b^^Ajf 
igt::i?$E$i^ -ix£, 0. lm J *ffci- ) r^KA'7f 

[0087] i*UCffl*&;c7*7X$ HpBECAB2 
2 + 15. pBECAB22~5, pBECAB28 + 
1 9i5<fctfpBECAB2 8-8£. 1 /zg SrJO 

(C. loLOLBtgiftSrSlIX,. 2 8°CT'2— 4B#ISilgigig 
Htfc. ftlOOOOg-C 1 4HaSS'0#8i ( Kubota KM-15200 
Srfflt^) 0. lvLcr>LBt%mz&MZ*t 

'J7rytf^y ( 1 0 Oms /mL) . i]1rH is 
y (2 5 jus /mL) SVXM/7b^yy (30 0/x 

g/mL) £-£t*L Bmmmmzfcif tzm. 2-3 as. 

28r-C^*LT. PBECAB22+15, pBEC 
AB22-5. pBECAB28+19 £.fzi£p BEC 
A B 2 8 - 8jroA&£ft&&9nE8ffl£*fc. 

[00 88 3 £*>J:dfc:L"C»*!>*lrt:. JBSSS&StV*: 
Agrobacterium tumefaciens LBA 44 04U. LBjg&ig 
tfeT'2 8TTFt1iaJS«SL 4X:T3000g tfSttoirti 

(Kubota RA - 6$:fflt^) 5r^ft\ S^U MSiRfli 
Jgift CPhysiol, Plant. 15:473(1962):) i 

ti^mvuKmnmtmmzm \ tfc . 

[00 89] 2. T^oyN'^7 1, J'>AffitCj:S^M'3'v 
<^5A 

[00 90] i-f, 1 %&E&^B!-?- r- U 



X7Sr. ±tei- T{£ftL£pBECAB2S+19£fil*r-r.g>Ag 
robacterium tumefaciens LBA 4 4 04<7)M Sigfldgifc 
SffifffC 1 5#S?§ Lfc. MS®^«6 C 3% 

^H. 0. 1/zg /mL6-<^xVPT5y7°'J>-. 0. 
ljug/mL i-7?ls>%m. B5fc'?S>\ 0. 8% 
*^fc-4*f (PH5. 7) 2 8'CT3aStS# 

flL fa?^, flaHMta-rv-fa^l OOx/g /mL 
mfiJ~ >-y >"5 0 0 jxg /mL (Hfilt S^-rtt 

[0091] iftM-^Dx-r Ueifl^^SSr^tf 

Msm^Jtt(3% ise»**tr> ±-c\ 2 5«cr. 2 

iftK 4 — s suss (ct < x ? mm±4z* t\sxi>mm.z 
*u $ ^izm^mm-t hztizx i o^ J -~h fimmzn 

[0 09 2] Z(Dis*-hzm*.fre>W*)'W.') . *;^fc 

>-£*£&UMSgI^*StfeC3%ltl£, *f7>f^y5 
Ojug /mL. Uy-5 0 0 jug /mL$r-t-.0 (PH 

5. 7)] ±t««.L, *S«Lfc. 2-4Mttfc:«« 
LT&^tt^ii:. ««±*v^lfcs|f -y h (@1 Ocm) 

{0 09 3] 3. S^««!l«st^tl>«:^U^>f^ 
y ^ a -^utJ^il^^ AlSISfc i t^S&^co 

(l) el i SAKisit^y^^kx^y^o— f 

e e n^«?g < 1 3 5mMlM^h V ^A. 1 . 5mM»J s 
KZ^KS^U»7A. 2. 7mMJgfl:+r-U»7A. 0. 5% 
( v/v ) Tween20 ,pH 7. 2 ) T'S^a. 3000g ^Cl 
S J ri®frf&>Wm (Kubota KS-5000$rffl^7t: ) iz£ 0# 

-h (Nuncftg. Maxisope) tC^at. 

i0094] n— x-f >^L3tTU— r-SrPB"S-Tw 
e e nmmm?3®&&Ltz. Z<D&. O . 0 5M <0^ 
Bhh h »J ( 1 »J -y r-VW*. ^g^^ h U 

1. 59g . ^Bbk^hy7A2. 93g . T^t-r- 
f'J^AO. 2g . pH 9. 6) T\ 5//g /mLiiStC 
3tfilL?z1Kc-Wc ^o— ^/Wta* XReserch Diagro 
stic.INCtt^: V7X4*) -fA77-^-h <Nunc 
ttig. Maxisope) fc^L. SS-C^l^^ffit-CS^ 

[0 09 5] RJoU^U—h^. PBS-Tween 
^®^T3@a#a. ^«ST'4 0O^#S?L^. H 
RPOgMSM^iJfe^XlgGF (ab* ) 2 titfMCAPE 

Litis) $r7-^-K^aL. 3 7rx-3i^jxje$-»t 
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£<07V-r-S:PBS-Twe e n ijgRjjre 3 @;8fc 

mm, mnmm < 1 v v ww*, ?x>-ge-**a!ftj7g 

. V hO*7J»l 2* 23. 9g , O 

-7x-PyyTS>0. 5g . i«Wfc***lnLSr* 

f?jtiS ( 5%BTiig;*«) TffihfiL 4 9 2n*3(&£fl 
Sr s ?nri/- M> — y— (Bio - Rad model 2 5 
5 0 EI A reader ) "fafitLfc. Z<Dl&¥ik. ^<-Ot>*C0 

ten? >^7Mt> i miLX^&Zkfi i Wt>Mz%'>-fz 
C3S20 : WmtA 9 2nidZterthWtmX'1h*) , <?<R 
Of . «IWl{Ct3^T 2 2 - 5 t^Ztltz&ftli. 2 2-5 

tz—^mtiimz^^xoT-fZ'hK). cont. <±. 

t5tf&"f-i?X'$>K). PBSli, PBSlCO^TCO-r- 

[00 96] (2) m\LtztiLt}Vi'*74>VX : £J7n 

ELI SATRJ£C9tg#>£>*t*;. V><O3&H0fli#:C0^ 

fc. ISIglSOPLANT (-7--Kyy-y«) 

^RNAcottffiSrfi 1 -?*:. ttfJttJL^RNA4jtig £#| 
SfcT*^ "7— ( 5 ' - CCCGGGATGGGTTGGTCTTGGATT - 
3' :I5l|ff64) t77^?-(5' - GAGCTCTTAC 
AAATCTTCTTCAGA - 3 ' : E?J##6 6 ) ^ffl^TRT- 
PCR£froJt. ;<7)RT-PCRC{i. One-stepRT 
-PCR kit ( TAKARAtfctS ) Srffll^ 3 0#/9 4°C. 

3 08?/ 5 5°C&1/ itm/i 2°ccmc*r4 7>VRm 
3 5"*M?^?to*:. 7lV&mz\&. V 

(TAKARA MP -3 0) fcflfflUi. 5c 

^^^1XX<h^mzt^yYifmS^iX. ZiXh<T>? 
im%ZtvX^hZktmS>%ttfz Cm 30 : JtlBSS^ 

( 28 + 1 9 ) (o^^x^y^mza^hm^mm 
mz^Lx^z. xmi. m— mimmmmm. 

tt#S«-*gBn;f*£fflivt*5 i).It(Posi)ti 
LTi^*. *#7^y3>-r-n-/i^;LTl2:. MM*. 
*>K3£fflVvt*3 9. @+(Cont) T*Uv^. 
liKDtftfct/Cti. ijtc-«yc(9E10) -?*7*f/ttfc$rfflV\ 
2ijd5t«stLT«. HRPOSiStSv^XI gG^ta 

[0097] ( 3 ) iK#tt<»mm 



fif&^A'3iciAU mizttxfttzijiftftmm 

[ o o 9 8 ] t-r , ±ie^>i: oizm* o i^mm&FFn 
m&tm#> tiixtz?^ zunmiz . i- >j **g«i£ < ph s. 

ico^L^ttai^^t-C, 15000rpm. 30min. 4<C 

o&bwmftzmLtz. z<v&L>ttimmz£ 

ii.fz±miz. 5 0%®Mz%&£oiz%m.Ty*z-*7J± 
<?>^®fc£'<T<<K »t>h.tzWf10SM 

ftzmwLtz, mz, nbtuz&tmft* * 
mzMmz-£.nmizttLxmxZft\K mmm&zft 

->tz. 

[00 9 9 1 znw&znfzvmiH'ziztsmm*: . m 

-r^y»7A7QVh/77>f-tfltL, NaCl 
<7>t£ifU££Jil < 0 . 1 ~ 1 . 0 M ) iz A 0 . mw&tifz 

txfcft^Fmiamftzn. z.i\*T-)VLiz„ 

[0100] W.z. ta#^££tf»S&$*tfcSi#cofg 

3' fflOtC-ft M L^c-myc tag Srfljffl LtzT?A 
ft. dfL$rT-/WL/c. 

•[0101] OBcJ: 0. ^^'3^4>®«X$^t»t^ 

mmizmmtzmmztitzmti o ^tatein^ -r 
t&x-ztz cm4®: «n»R«i4^)tiias«&. so 

S — P AGE f^)^lfefe-C'^ Ltzwmxh h . ®4» , M 
tiTH^^-rt-T'fc 0 . 1 UD E AE 3t V^step 

wise tci &WMWft (O . 1 M N aC 1 > X$> 0 , 
2{4i5j (0. 2M NaC 1 ) X$>*) . 3i±m (0. 3 
M NaC 1 ) t'&'K 4(£|il< 0. 4M NaCl) 
X'$>"). 5 ti 1 —4 * -C£ T-;p tT . c-myc Tag Aff i 
nity«^H7> (Fraction 1) -C*0. 6(iP»Sg®7> 

<Fraction 2) X'h*) . Tli^^^^mi: I gG(7)^l3t 

[0102] ( 4 ) ta#?>^£ll8£*t5D* 'J ^4ii«s$r 

<dh r pmwsfi* v ^ixftcomm 

±ie ( 3 ) tfcv^-c. mmztuziji* v ^mmz^ jga 

tizX *) . HRPSMSiJt* y ^«t*2-^. 
[0103] OHRP^ajW U ^CM**;:<k SELIS 
A^twJ: S * 'J i">-r ^OtBS^rfikas 



RW.cavTrai> <.v> 30OB3S3SOSA I > 
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^COSSti. fb7^f'K>fyy (OT. TMB 

* a a *7 4 y is*? 4 tvx £«g£ 

h . T MB iZXh KfetftymzWh t»tltz . 

[0104] K4 yfELI S Aff^OffiSiE 

(D"dtA:HRP«iffii*'j^ts:^ffl^-c. y-yv^ y 

fEL I SACJ:48Bt£fro*:. 

[oio5]*f, ocowmmmcotzMzmmttiim 

Hwfit*'J^ljt«c*. 1 51C4BRU v 

4?o7*^-haMl::fc!rilr£it5t. BSAfciO^ov 
sSfy^tfTV^. PBS-O. 02%Tween20CJ: 

rt'tjnife. 3 7°CT'Kf5f&. 8fc»U ©TWfcHRP 
fBWBWrUS'fiLflcS:. 1 0/*g/^<^MEfc«RL. Rio 
5«fc. tfkffi^aMCfflV^jtfiaHni.- TM'Bt. 4 

[01063 *«disjr, %Kafttt#tt&tt*'y 

^RK^-SCk^S^fc Cm50 : ±EEL I SAC 
£<9%t>tLfztm&&fF;LX\,->&. MU. ISM (#y 
S^/kX) ojgjg (*S»v^) $gtt(24 5 0 

™raH3fcK^Lrv^D . =5rtJ, iWidarfr^M 

[0107] 8)i3D^ PflHUft* U ^ttftc^gjt 
ttttSrAacH HWWtifcfciO, J: 9 MET, 

gafl%r«as*ffoc:fc**wc*&*»e.. *ay 

[0 108] *-*\ «Hfc£R£, Milli Q?Ktc!g}§$ 
1 OO-CTM&Ltz. Zixlzr^y&l-h 1 )^ A?g 

C» 2 OOmMtc^r^ioC 0afc*y>A&fti;l. pH 
9.0 '^ao-f HjRKfc Lfc. :^n-f KjSKfc, 

t\ 10-1 54HaRB*fT-»*:. 
ffV\ *RttO!iEfl*|!fe*-r*fc*>fc:» 2 0mMTris-l 
%BSA*§i£( P H 8.2>£ffl<,v£, JSMstfttteLfcAan 

SEQUENCE LISTING 
<110> Hokkaido Green-Bio Institute 
<120> Antibody-Forming Transgenic Plant 
<130> PH06 



-f FOilfeflMMfofc. ffimtz^ r«20* Tris-1% 
BSAi§$< P H 8.2MCSKBU Fftatttttfc I 

[ 0 1 0 9 ] <SK Ay X b 0 f 70>f&K&Wftifi 
[0 110] t-f. -bnt;H3-xi5:fti7)I$(; 

0.5 ,uL *#7hLfc. Aao-f KMHftUS' 
T«JWU #3D>( KMKK* 'J xfiittigiK£ilSt$tf 

■c. ^at«*aais*fc. u^n-f HMHt« 

0. 5cmcr>tZ*>iz9iittLti. It, IfJ'TVHRJRffltf) 
[011110. 0 l%SD;S-PBS$ft-?4BRL& 

fflo*«taKis-tf:"c, suns**:*:, at. *no~ 

#8Kii$*t*: CAI6B : *3D>f PftHtft* <J 

fe*fe«Sr*L*ffliBT*&. 0«K HH^^en{±. fit 
•7^1 gG (.-K^'t--^ 7*n>-ho-/W) Sr^mLJt® 

»^a%b. jSis^^£Pii. «»y ^«t<* ( i > ifcii 

0. 01SDS-PBS (2) SrS^L^flnSf^tT 
{0 112] C<7)J;dC &3Cf>r Hflffljffiit^y'Hjtflf 

{0 113] 

^y^»>>f/px<ofla^«i{U#gw««s*i.s. 

[0 114] 

(1^1 



<160> 69 



<170> Patentln Ver. 2.1 



<210> 1 
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(tl4) )0 2- 25 3 26 2 ( P 2 0 0 2 - 2 5 3 2 6 2 A) 

<211> 119 
<212> PRT 
<213> Calisivirus 

<400> 1 

Glu Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Ala Pro Ser Gin 

15 10 15 

Ser Leu Ser He Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Ser Tyr 

20 25 30 

Asp He Ser Trp He Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp Leu 

35 40 45 

Gly Val He Trp Thr Gly Gly Gly Thr Asn Tyr Asn Ser Ala Phe Met 

50 55 60 

Ser Arg Leu Ser He Ser Lys Asp Asn Ser Lys Ser Gin Val Phe Leu 
65 70 75 80 

Lys Met Asn Ser Leu Gin Thr Asp Asp Thr Ala He Tyr Tyr Cys Val 

85 90 95 

Arg Gly Tyr Tyr Glu Gly Tyr Tyr Ala Met Asp Tyr Trp <51y Gin Gly 

100 105 110 

Thr Ser Val Thr Val Ser Ser 
115 

<210> 2 
<211> 357 
<212> DNA 
<213> Calisivirus 

<400> 2 

gaggtgcagc ttcaggagtc gggacctggc ctggtggcgc cctcacagag cctgtccatt 60 
acctgcactg tctctgggtt ctcattaacc agctatgata taagctggat tcgccagcca 120 
ccaggaaagg gtctggagtg gcttggagta atatggactg gtggaggcac aaattataat 180 
tcagctttca tgtccagact gagcatcagc aaggacaact ccaagagcca agttttctta 240 
aaaatgaaca gtctgcaaac tgatgacaca gccatatatt actgtgtaag aggttactac 300 
gagggttact atgctatgga ctactggggt caaggaacct cagtcaccgt ctcctca 357 
<210> 3 
<211> 115 
<212> PRT 
<213> Calisivirus 

<400> 3 

Asp He Val Thr Gin Ala Ala Phe Ser Asn Pro Val Thr Leu <51y Thr 

15 10 15 

Ser Ala Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn 

20 25 30 

Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro 

35 40 45 

Gin Leu Leu He Tyr Gin Met Ser Asn Leu Ala Ser Gly Val Pro Asp 

50 55 60 

Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp Phe Thr Leu Arg lie Ser 
65 70 75 80 
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Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ala Gin Asn Leu 

85 90 95 

Glu Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys Arg 
100 105 110 

Ala Asp Ala 
115 

<210> 4 
<211> 345 
<212> DNA 
<213> Calisivirus 

<400> 4 

gatattgtga cgcaggctgc attctccaat ccagtcactc ttggaacatc agcttccatc 60 
tcctgcaggt ctagtaagag tctcctgcat agtaatggca tcacttattt gtattggtat 120 
ctgcagaagc caggccagtc tcctcagctc ctgatttatc agatgtccaa ccttgcctca 480 
ggagtcccag acaggttcag tagcagtggg tcaggaactg atttcacact gagaatcagc 240 
agagtggagg ctgaggatgt gggtgtttat tactgtgctc aaaatctaga acttcctcgg 300 
acgttcggtg gaggcaccaa gctggaaata aaacgggctg atgct 345 
<210> 5 
<211> 125 
<212> PRT 
<213> Calisivirus 

<400> 5 

Glu Val Gin Leu Gin Glu Ser Gly Gly Gly Leu Val Gin Ser <Gly <Jly 

1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Phe Thr Leu Ser Asp Phe 

20 25 30 

Tyr Met Glu Trp Val Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp He 

35 40 45 

Alalia Ser Ser Asn Lys Val Asn Asp Tyr Thr Thr Glu Tyr Ser Val 

50 55 60 

Ser Val Lys Gly Arg Phe He Val Ser Arg Asp Thr Ser Gin Ser He 
65 70 75 80 

Leu Tyr Leu Gin Met Asn Ala Leu Arg Ala Glu Asp Thr Ala He Tyr 

85 90 95 

Tyr Cys Ala Arg Asp Gly Pro Tyr Tyr Tyr Gly Thr Ser Gly Ala Met 

100 105 110 

Asp Tyr Trp Gly Gin Gly Thr Ser Val Thr Val Ser Ser 
115 120 125 

<210> 6 
<211> 375 
<212> DNA 
<213> Calisivirus 

<400> 6 

gaggtgcagc ttcaggagtc gggaggaggc ttggtacagt ctgggggttc tctgagactc 60 
tcctgtgcaa cttctgggtt caccctcagt gatttctaca tggagtgggt ccgccagcct 120 
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ccagggaagg gactggagtg gattgctgca agcagtaata aagttaatga ttatacaaca 180 
gagtacagcg tctctgtgaa gggtcggttc atcgtctcca gagacacttc ccaaagcatc 240 
ctctacctgc agatgaatgc cctgagagct gaggacactg ccatttatta ctgtgcaaga 300 
gatggtcctt attactacgg tactagcggt gctatggact actggggtca aggaacctca 360 
gtcaccgtct cctca 375 
<210> 7 
<211> 112 
<212> PRT 
<213> Calisivirus 

<400> 7 

Lys He Val Leu Thr Gin Ser Pro Ala He Met Ser Ala Ser Leu Gly 

1 5 10 15 

Glu Arg Val Thr Met Thr Cys Ser Ala Thr Ser Ser Val Ser Ser Thr 

20 25 30 

Tyr Leu His Trp Tyr Arg Gin Lys Pro Gly Ser Ser Pro Lys Leu Trp 

35 40 45 

He Tyr Gly Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser 

50 55 60 

Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr lie Ser Ser Met Giu 
65 70 75 80 

Ala Glu Asp Ala Ala Thr Tyr Tyr Cys His Gin Tyr His Arg Ser Pro 

85 90 95 

Tyr Met Phe Gly Gly Gly Thr Lys Leu Glu He Lys Arg Ala Asp Ala 
100 105 110 

<210> 8 
<211> 336 
<212> DNA 
<213> Calisivirus 

<400> 8 

aaaatagttc tcacccagtc tccagcaatc atgtctgcat ctctagggga aegggtcacc 60 
atgacctgct ctgccacctc aagtgtaagt tccacttact tgcactggta ccgacagaag 120 
ccaggatcct cccccaaact ctggatttat ggcacatcca acctggcttc tggagtccca 180 
gctcgcttca gtggcagtgg gtctgggacc tcttactctc tcacaatcag cagcatggag 240 
gctgaagatg ctgccactta ttactgccac cagtatcatc gttccccgta catgttcgga 300 
ggggggacca agctggaaat aaaacgggct gatgct 336 
<210> 9 
<211> 118 
<212> PRT 
<213> Calisivirus 

<400> 9 

Glu Val Lys Leu Val Glu Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 

1 5 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

20 25 30 

Asn Met Asp Trp Val Lys €ln Ser His Gly Lys Ser Leu<Hu Trp He 
35 40 45 
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Gly Tyr He Tyr Pro Asn Asn Gly Gly Thr Gly Tyr Asn Gin Lys Phe 

50 55 60 

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 . 80 

Met Glu Leu His Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

85 90 • 95 

Ala Thr Gly Asp Lys Arg Trp Tyr Phe Asp Val Trp Gly Ala Gly Thr 

100 105 110 

Thr Val Thr Val Ser Ser 
115 

<210> 10 
<211> 354 
<212> DNA 
<213> Calisivirus 

<400> 10 

gaagtgaagc tggtggagtc tggacctgag ctggtgaagc ctggggcttc agtgaagata 60 
tcctgcaagg cttctggata cacattcact gactacaaca tggactgggt gaagcagagc 120 
catggaaaga gccttgagtg gattggatat atttatccta acaatggtgg tactggctac 180 
aaccagaagt tcaagagcaa ggccacattg actgtagaca aatcctccag cacagcctac 240 
atggagctcc acagcctgac atctgaggac tctgcagtct attactgtgc aacaggggat 300 
aaacggtggt acttcgatgt ctggggcgca gggaccacgg tcaccgtctc ctcg 354 
<210> 11 
<211> 115 
<212> PRT 
<213> Calisivirus 

<400> 11 

Asp lie Val Thr Gin Ala Ala Phe Ser Asn Pro Val Thr Leu Gly Thr 

1 5 10 15 

Ser Ala Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn 

20 25 30 

Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro tHy Gin Ser Pro 

35 40 45 

Gin Leu Leu lie Tyr Gin Met Ser Asn Leu Ala Ser Gly Val Pro Asp 

50 55 60 

Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp Phe Thr Leu Arg lie Ser 
65 70 75 80 

Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Ala Gin Asn Leu 

85 90 95 

Glu Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys Arg 
100 105 110 

Ala Asp Ala 
115 

<210> 12 
<211> 345 
<212> DNA 
<213> Calisivirus 
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<400> 12 

gatattgtga cgcaggctgc attctccaat ccagtcactc ttggaacatc agctbccatc 60 
tcctgcaggt ctagtaagag tctcctacat agtaatggca tcacttattt gtattggtat 120 
ctgcagaagc caggccagtc tcctcagctc ctgatttatc agatgtccaa ccttgcctca 180 
ggagtcccag acaggttcag tagcagtggg tcaggaactg atttcacact gagaatcagc 240 
agagtggagg ctgaggatgt gggtgtttat tactgtgctc aaaatctaga acttcctcgg 300 
acgttcggtg gaggcaccaa gctggaaatc aaacgggctg atgct 345 
<210> 13 
<211> 119 
<212> PRT 
<213> Calisivirus 

<400> 13 

Glu Val Lys Leu Met Glu Ser Gly Pro Glu Leu Val Lys Pro TUy Ala 

1 5 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ser Leu Thr Asp Tyr 

20 25 30 

Phe Met Asn Trp Met Gin Gin Ser His Gly Lys Ser Leu Glu Trp lie 

35 40 45 

Gly Arg lie Asn Gly Tyr Asn Gly Asp Thr Phe Tyr Asn Gin Asn Phe 

50 55 60 

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Asp Thr Ala His 
65 70 75 80 

Met Glu Leu Arg Ser Leu Thr Ser Lys Asp Ser Ala Val Tyr Tyr Cys 

85 90 95 

Ala Arg Leu Asp Asp Tyr Asp Asp Gly Thr Asp Tyr Trp Gly til n Gly 

100 105 110 

Thr Ser Val Thr Val Ser Ser 
115 

<210> 14 
<211> 357 
<212> DNA 
<213> Calisivirus 



<400> 14 

gaggtgaagc tgatggaatc tggacctgaa ctggtgaagc ctggggcttc agtgaagata 60 
tcctgcaagg cttctggtta ctcattaacg gactatttta tgaattggat gcagcagagc 120 
catggaaaga gccttgagtg gattggacgt attaatggtt ataatggtga tactttctac 180 
aaccagaact tcaagggcaa ggccacatta actgtagaca aatcttctga cacagcccac 240 
atggagctcc ggagcctgac atctaaggac tctgcagtct attattgtgc aagattggat 300 
gattacgacg acgggacgga ctactggggt caaggaacct cagbcaccgt c tec tea 357 
<210> 15 
<211> 111 
<212> PRT 
<213> Calisivirus 

<400> 15 

Asp He Val Met Thr Gin Ser Pro Ala Thr leu Ser Val Thr Pro Gly 



(?19) )02-2532£2 ( P 2 00 2 - 2 5 3 2 6 2 A) 

1 5 10 15 

Asp Arg Val Ser Leu Ser Cys Arg Ala Ser Gin Ser He Ser Asp Tyr 

20 25 30 

Leu His Trp Tyr Gin Gin Lys Ser His Glu Ser Pro Arg Leu Leu He 

35 40 45 

Lys Tyr Ala Ser Gin Ser He Ser Gly He Pro Ser Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Ser Asp Phe Thr Leu Ser He Asn Ser Vai Glu^ro 
65 70 75 80 

Glu Asp Val Gly Val Tyr Tyr Cys Gin Asn Gly His Ser Phe Pro Leu 

85 90 95 

Thr Phe Gly Ala Gly Thr Lys Leu Giu Leu Lys Arg Ala Asp Ala 
100 105 110 

<210> 16 
<2U> 333 
<212> DNA 
<213> Calisivirus 

<400> 16 

gacattgtga tgacacagtc tccagccacc ctgtctgtga ctccaggaga tagagtctct 60 
ctttcctgca gggccagcca gagtattagc gactacttac actggtatca acaaaaatca 120 
catgagtctc caaggcttct catcaaatat gcttcccaat ccatctctgg gatcccctcc 180 
aggttcagtg gcagtggatc agggtcagat ttcactctca gtatcaacag tgtggaacct 240 
gaagatgttg gagtgtatta ctgtcaaaat ggtcacagct ttccgctcac gttcggtgct 300 
gggaccaagc tggagctgaa acgggctgat get 333 
<210> 17 
<211> 16 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: signal sequence 1 
<400> 17 

Met Gly Trp Ser Trp He Phe Leu Phe Leu Leu Ser Gly <51y Thr Ser 
15 10 15 

<210> 18 
<211> 48 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organ ism: signal sequence 
<400> 18 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttct 48 
<210> 19 
<211> 15 



BNSOOCID: <J P 2Q022S32B2A 1 > 



(C20) 302-253262 (P 2 0 0 2- 2 5 3 26 2 A) 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: spacer 
<400> 19 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 
1 5 10 15 

<210> 20 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: spacer 
<400> 20 

ggcggtggcg gttctggtgg cggtggctct ggcggtggcg gttct 45 
<210> 21 
<211> 10 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: antibody recognition site 
<400> 21 

Glu Gin Lys Leu He Ser Glu Glu Asp Leu 
1 5 10 

<210> 22 
<211> 30 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organ ism: antibody recognision site 
<400> 22 

gaacagaagt tgatttctga agaagatttg 30 
<210> 23 
<211> 4 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: KDEL signal 



(Z>1) )02-253262 < P 2 00 2~ 25 3 2 6 2 A) 



<400> 23 
Lys Asp Glu Leu 
1 

<210> 24 
<211> 12 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organ ism:KDEL signal 
<400> 24 

aaggatgaac tt 12 

<210> 25 

<211> 279 

<212> PRT 

<213> Calisivirus 

<400> 25 

Met Gly Trp Ser Trp He Phe Leu Phe Leu Leu Ser Gly Gly Thr Ser 

15 10 15 

Glu Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Ala Pro Ser Gin 

20 25 30 

Ser Leu Ser He Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Ser Tyr 

35 40 45 

Asp lie Ser Trp lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp Leu 

50 55 60 

Gly Val He Trp Thr Gly Gly Gly Thr Asn Tyr Asn Ser Ala Phe Met 
65 70 75 80 

Ser Arg Leu Ser lie Ser Lys Asp Asn Ser Lys Ser Gin Val Phe Leu 

85 90 95 

Lys Met Asn Ser Leu Gin Thr Asp Asp Thr Ala lie Tyr Tyr Cys Val 

100 105 110 

Arg Gly Tyr Tyr Glu Gly Tyr Tyr Ala Met Asp Tyr Trp Gly Sin Gly 

115 120 125 

Thr Ser Val Thr Val Ser Ser Gly Gly Sly Gly Ser Gly Gly Sly Gly 

130 135 140 

Ser Gly Gly Gly Gly Ser Asp He Val Thr Gin Ala Ala Phe Ser Asn 
145 150 155 160 

Pro Val Thr Leu Gly Thr Ser Ala Ser He Ser Cys Arg Ser Ser Lys 

165 170 175 

Ser Leu Leu His Ser Asn Gly He Thr Tyr Leu Tyr Trp Tyr Leu -Gin 

180 185 190 

Lys Pro Gly Gin Ser Pro Gin Leu Leu ile Tyr Gin Met Ser Asn Leu 

195 200 205 

Ala Ser Gly Val Pro Asp Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp 

210 215 220 

Phe Thr Leu Arg Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr 
225 230 235 240 



20Q2253262A 1 > 



(t>2) J02-253262 (P20O2-253262A) 

Tyr Cys Ala Gin Asn Leu Glu Leu Pro Arg Thr Phe Gly Gly Gly Thr 

245 250 255 

Lys Leu Glu lie Lys Arg Ala Asp Ala Glu Gin Lys Leu lie Ser Glu 

260 265 270 

Glu Asp Leu Lys Asp Glu Leu 
275 

<210> 26 
<211> 840 
<212> DNA 
<213> Calisivirus 

<400> 26 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttctga ggtgcagctt 60 
caggagtcgg gacctggcct ggtggcgccc tcacagagcc tgtccattac ctgcactgtc 120 
tctgggttct cattaaccag ctatgatata agctggattc gccagccacc aggaaagggt 180 
ctggagtggc ttggagtaat atggactggt ggaggcacaa attataattc agctttcatg 240 
tccagactga gcatcagcaa ggacaactcc aagagccaag ttttcttaaa aatgaacagt 300 
ctgcaaactg atgacacagc catatattac tgtgtaagag gttactacga gggttactat 360 
gctatggact actggggtca aggaacctca gtcaccgtct ccfccaggcgg tggcggttct 420 
ggtggcggtg gctctggcgg tggcggttct gatattgtga cgcaggctgc attctccaat 480 
ccagtcactc ttggaacatc agcttccatc tcctgcaggt ctagtaagag tctcctgcat 540 
agtaatggca tcacttattt gtattggtat ctgcagaagc caggccagtc tcctcagctc 600 
ctgatttatc agatgtccaa ccttgcctca ggagtcccag acaggttcag tagcagtggg 660 
tcaggaactg atttcacact gagaatcagc agagtggagg ctgaggatgt gggtgtttat 720 
tactgtgctc aaaatctaga acttcctcgg acgttcggtg gaggcaccaa gctggaaata 780 
aaacgggctg atgctgaaca gaagttgatt tctgaagaag atttgaagga tgaactttaa 840 
<210> 27 
<211> 282 
<212> PRT 
<213> Calisivirus 

<400> 27 

Met Gly Trp Ser Trp He Phe Leu Phe Leu Leu Ser Gly Gly Thr Ser 

1 5 10 15 

Glu Val Gin Leu Gin Glu Ser Gly Gly Gly Leu ValGln Ser Gly Gly 

20 25 30 

Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Phe Thr Leu Ser Asp Phe 

35 40 45 

Tyr Met Glu Trp Val Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp lie 

50 55 60 

Ala Ala Ser Ser Asn Lys Val Asn Asp Tyr Thr Thr Glu Tyr Ser Val 
65 70 75 80 

Ser Val Lys Gly Arg Phe He Val Ser Arg Asp Thr Ser Gin Ser lie 

85 90 95 

Leu Tyr Leu Gin Met Asn Ala Leu Arg Ala Glu Asp Thr Ala He Tyr 

100 105 110 

Tyr Cys Ala Arg Asp Gly Pro Tyr Tyr Tyr Gly Thr Ser «Gly Ala Met 

115 120 125 

Asp Tyr Trp Gly GlnUHy Thr Ser Val Thr Val Ser Ser Gly Gly Gly 



RNSDOCID: <JP 2002253262A I > 



(Z>3) )02-2S3262 ( P 20 0 2 - 2 5 3 26 2 A) 

130 135 140 

Giy Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Lys lie Val Leu 
145 150 155 160 

Thr Gin Ser Pro Ala lie Met Ser Ala Ser Leu Gly Glu Arg Val Thr 

165 170 175 

Met Thr Cys Ser Ala Thr Ser Ser Val Ser Ser Thr Tyr Leu His Trp 

180 185 190 

Tyr Arg Gin Lys Pro Gly Ser Ser Pro Lys Leu Trp I le Tyr Gly Thr 

195 200 205 

Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser Gly Ser 

210 215 220 

Gly Thr Ser Tyr Ser Leu Thr He Ser Ser Met Glu Ala Glu Asp Ala 
225 230 235 240 

Ala Thr Tyr Tyr Cys His Gin Tyr His Arg Ser Pro Tyr Met Phe Gly 

245 250 255 

Gly Gly Thr Lys Leu Glu lie Lys Arg Ala Asp Ala Glu Gin Lys Leu 

260 265 270 

He Ser Glu Glu Asp Leu Lys Asp Glu Leu 
275 280 

<210> 28 
<211> 849 
<212> DNA 
<213> Calisivirus 

<400> 28 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttctga ggtgcagctt 60 
caggagtcgg gaggaggctt ggtacagtct gggggttctc tgagactotc ctgtgcaact 120 
tctgggttca ccctcagtga tttctacatg gagtgggtoc gccagcctcc agggaaggga 180 
ctggagtgga ttgctgcaag cagtaataaa gttaatgatt atacaacaga gtacagcgtc 240 
tctgtgaagg gtcggttcat cgtctccaga gacacttccc aaagcatcct ctacctgcag 300 
atgaatgccc tgagagctga ggacactgcc atttattact gtgcaagaga tggtccttat 360 
tactacggta ctagcggtgc tatggactac tggggtcaag gaacctcagt caccgtctec 420 
tcaggcggtg gcggttctgg tggcggtggc tctggcggtg gcggttctaa aatagttctc 480 
acccagtctc cagcaatcat gtctgcatct ctaggggaac gggtcaccat gacctgctct 540 
gccacctcaa gtgtaagttc cacttacttg cactggtacc gacagaagcc aggatcctcc 600 
cccaaactct ggatttatgg cacatccaac ctggcttctg gagtcccagc tcgctteagt 660 
ggcagtgggt ctgggacctc ttactctctc acaatcagca gcatggaggc tgaagatgct 720 
gccacttatt actgccacca gtatcatcgt tccccgtaca tgttcggagg ggggaccaag 780 
ctggaaataa aacgggctga tgctgaacag aagttgattt xtgaagaaga tttgaaggat 840 
gaactttaa 849 
<210> 29 
<211> 278 
<212> PRT 
<213> Calisivirus 

<400> 29 

Met Gly Trp Ser Trp lie Phe Leu Phe Leu Leu Ser Gly Gly Thr Ser 

15 10 15 

Glu Val Lys Leu Val Glu Ser Gly Pro Glu Lai Val Lys Pro Gly Ala 



BttSOOCID: <JP 20G2253262A_I_> 



(Z>4) )02-253262 ( P 2 OO 2 - 2 5 3 2 6 2 A ) 

20 25 30 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 

35 40 45 

Asn Met Asp Trp Val Lys Gin Ser His Gly Lys Ser Leu Glu Trp He 

50 55 60 

Gly Tyr He Tyr Pro Asn Asn Gly Gly Thr Gly Tyr Asn Gin Lys Phe 
65 70 75 80 

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 

85 90 95 

Met Glu Leu His Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 

100 105 110 

Ala Thr Gly Asp Lys Arg Trp Tyr Phe Asp Val Trp Gly Ala Gly Thr 

115 120 125 

Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

130 135 140 

Gly Gly Gly Gly Ser Asp He Val Thr Gin Ala Ala Phe Ser Asn Pro 
145 150 155 160 

Val Thr Leu Gly Thr Ser Ala Ser He Ser Cys Arg Ser Ser Lys Ser 

165 170 175 

Leu Leu His Ser Asn Gly He Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys 

ISO 185 190 

Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Gin Met Ser Asn Leu Ala 

195 200 205 

Ser Gly Val Pro Asp Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp Phe 

210 215 220 

Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Vai nly Val Tyr Tyr 
225 230 235 240 

Cys Ala Gin Asn Leu Glu Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys 

245 250 255 

Leu Glu lie Lys Arg Ala Asp Ala Glu Gin Lys Leu He Ser Glu Glu 

260 265 270 

Asp Leu Lys Asp Glu Leu 
275 

<210> 30 
<211> 837 
<212> DNA 
<213> Calisivirus 

<400> 30 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttctga agtgaagctg 60 
gtggagtctg gacctgagct ggtgaagcct ggggcttcag tgaagatafcc ctgcaaggct 120 
tctggataca cattcactga ctacaacatg gactgggtga agcagagcca tggaaagagc 180 
cttgagtgga ttggatatat ttatcctaac aatggtggta ctggctacaa ccagaagttc 240 
aagagcaagg ccacattgac tgtagacaaa tcctccagca cagcctacat ggagctccac 300 
agcctgacat ctgaggactc tgcagtctat tactgtgcaa caggggataa acggtggtac 360 
ttcgatgtct ggggcgcagg gaccacggtc accgtctcct cgggcggtgg cggttctggt 420 
ggcggtggct ctggcggtgg cggttctgat attgtgacgc aggctgcatt ctccaatcca 480 
gtcactcttg gaacatcagc ttccatctcc tgcaggtcta gtaagagtct ectacatagt 540 
aatggcatca cttatttgta ttggtatctg cagaagccag gccagtctcc tcagctectg 600 



BNSOOCtO: <JP__20022532B2A^_L> 



(Z>5) )02-253262 (P2002 — 253262 A) 

atttatcaga tgtccaacct tgcctcagga gicccagaca ggttcagtag xagtgggtca 660 
ggaactgatt tcacactgag aatcagcaga gtggaggctg aggatgtggg tgtttattac 720 
tgtgctcaaa atctagaact tcctcggacg ttcggtggag gcaccaagct ggaaatcaaa 780 
cgggctgatg ctgaacagaa gttgatttct gaagaagatt tgaaggatga actttaa 837 
<210> 31 
<211> 275 
<212> PRT 
<213> Calisivirus 

<400> 31 

Met Gly Trp Ser Trp lie Phe Leu Phe Leu Leu Ser Gly Tily Thr *5er 

15 10 15 

Glu Val Lys Leu Met Glu Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 

20 25 30 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ser Leu Thr Asp Tyr 

35 40 45 

Phe Met Asn Trp Met Gin Gin Ser His Gly Lys Ser Leu Glu Trp lie 

50 55 60 

Gly Arg He Asn Gly Tyr Asn Gly Asp Thr Phe Tyr Asn Gin Asn Phe 
65 70 75 80 

Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Asp Thr Ala His 

85 90 95 

Met Glu Leu Arg Ser Leu Thr Ser Lys Asp Ser Ala Val Tyr Tyr Cys 

100 105 110 

Ala Arg Leu Asp Asp Tyr Asp Asp Gly Thr Asp Tyr Trp Gly Gin Gly 

115 120 125 

Thr Ser Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 

130 135 140 

Ser Gly Gly Gly Gly Ser Asp He Val Met Thr Gin Ser Pro Ala Thr 
145 150 155 160 

Leu Ser Val Thr Pro Gly Asp Arg Val Ser Lew Ser Cys Arg Ala Ser 

165 170 175 

Gin Ser lie Ser Asp Tyr Leu His Trp Tyr Gin Gin Lys Ser His Glu 

180 185 190 

Ser Pro Arg Leu Leu He Lys Tyr Ala Ser Gin Ser He Ser Gly lie 

195 200 205 

Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Ser Asp Phe Thr Leu Ser 

210 215 220 

He Asn Ser Val Glu Pro Glu Asp Val Gly Val Tyr Tyr Cys Gin Asn 
225 230 235 240 

Gly His Ser Phe Pro Lai Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu 

245 250 255 

Lys Arg Ala Asp Ala Glu Gin Lys Leu He Ser Glu Glu Asp Leu Lys 
260 265 270 

Asp Glu Leu 
275 

<210> 32 
<211> 828 
<212> DNA 



BNSDOCJD*. <JP__2M2253282A^J_> 



(C2 6) )0 2-2 5 3 26 2 ( P 2 0 0 2 - 2 5 3 2 6 2 A ) 



<213> Calisi virus 
<400> 32 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttctga ggtgaagctg 60 
atggaatctg gacctgaact ggtgaagcct ggggcttcag tgaagatatc ctgcaaggct 120 
tctggttact cattaacgga ctattttatg aattggatgc agcagagcca tggaaagagc 480 
cttgagtgga ttggacgtat taatggttat aatggtgata ctttctacaa ccagaacttc 240 
aagggcaagg ccacattaac tgtagacaaa tcttctgaca cagcccacat ggagctccgg 300 
agcctgacat ctaaggactc tgcagtctat tattgtgcaa gattggatga ttacgacgac 360 
gggacggact actggggtca aggaacctca gtcaccgtct xrctcaggcgg tggcggttct 420 
ggtggcggtg gctctggcgg tggcggttct gacattgtga tgacacagtc tccagccacc 480 
ctgtctgtga ctccaggaga tagagtctct ctttcctgca gggccagcca gagtattagc 540 
gactacttac actggtatca acaaaaatca catgagtctc xaaggcttct catcaaatat 600 
gcttcccaat ccatctctgg gatcccctcc aggttcagtg gcagtggatc agggtcagat 660 
ttcactctca gtatcaacag tgtggaacct gaagatgttg gagtgtatta ctgtcaaaat 720 
ggtcacagct ttccgctcac gttcggtgct gggaccaagc tggagctgaa acgggctgat 780 
gctgaacaga agttgatttc tgaagaagat ttgaaggatg aactttaa 828 
<210> 33 
<211> 44 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 33 

aaggcccaac cggccatggc cgakgtrcag cttcaggagt crgg 44 
<210> 34 
<2U> 44 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 34 

aaggcccaac cggccatggc ccaggtrcag ctgaagsagt cagg 44 
<210> 35 
<211> 44 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 35 

aaggcccaac cggccatggc cgaggtycag ctgcarcagt ctgg 44 
<210> 36 
<211> 44 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 36 

aaggcccaac cggccatggc ccaggtccar ctgcagcagy ctgg 44 
<210> 37 
<211> 44 
<212> DNA 

<213> mouse immunoglobulin gene 



BNSOOCID: <JP___20022S32B2A_J_> 



<?27))02-2 5 3262 1P20 0 2- 253 2-6 2A> 

<400> 37 

aaggcccaac cggccatggc cgargtgaag ctgrtggart ctgg 44 
<210> 38 
<211> 44 
<212> DNA 

<213> mouse immunoglobulin gene 
<4O0> 38 

aaggcccaac cggccatggc cgaggtgaag cttctcsagt ctgg 44 
<210> 39 
<211> 44 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 39 

aaggcccaac cggccatggc cgaggttcag cttcagcagt ctgg 44 
<210> 40 
<211> 39 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 40 

gggcggccgc ccagatccag gggccagtgg atagacaga 39 
<210> 41 
<211> 39 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 41 

gggcggccgc ccacacacag gggccagtgg atagaccga 39 
<210> 42 
<2U> 39 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 42 

gggcggccgc ccacacccag gggccagtgg atagactga 39 
<210> 43 
<211> 39 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 43 

gggcggccgc ccgcagccag ggaccaaggg atagacaga 39 
<210> 44 
<211> 34 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 44 



BNSOOCID: «JP__a»22S3a82A_L> 



(£8) J0 2-2 5 3 26 2 ( P 2 0 0 2 - 2 5 3 2 6 2 A ) 



ccgctagcgg ggacattgtg atgwcwcagt ctcc 



34 



<210> 45 
<211> 29 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 45 

ccgctagcga tgttktgrtg acccaract 29 
<210> 46 
<211> 29 
<212> DNA 

<213> mouse immunoglobulin gene 



<210> 47 
<211> 29 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 47 

ccgctagcga trttgtgatr acccaggat 29 
<210> 48 
<211> 34 
<212> DNA 

<213> mouse immunoglobulin gene 



<210> 49 
<211> 35 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 49 

ccgctagcgg asaaawtgtk ctcacccagt ctcca 35 
<210> 50 
<211> 32 
<212> DNA 

<213> mouse immunoglobulin gene 



<400> 46 

ccgctagcga tattgtgatg ackcaggct 



29 



<400> 48 

ccgctagcgg tracattgtg ctgacmcart ctcc 



34 



<400> 50 

ccgctagctg tgacatymag atgachcagt ct 



32 



<210> 51 
<211> 32 
<212> DNA 



<213> mouse immunogloblin gene 



<400> 51 

ccgctagctg tgatatmcag atgacacaga ct 



32 



(t>9) J02-253262 ( P 2 0 0 2 — 253 26 2 A) 



<210> 52 
<211> 32 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 52 

ccgctagctg tgatattgtg ctaactcagt ct 32 
<210> 53 
<211> 35 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 53 

ccgctagctg tsaaattgtk ctcwcccagt ctcca 35 
<210> 54 
<211> 37 
<212> DNA 

<213> mouse immunoglobulin gene 
<400> 54 

ggggcgcgcc taactgctca ctggatggtg ggaagat 37 
<210> 55 
<211> 68 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 55 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttctga -ggtgcagctt 60 
caggagtc 68 
<210> 56 
<211> 66 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 56 

ttaaagttca tccttcaaat cttcttcaga aatcaacttc tgtteagcat xagcccgttt 60 
tatttc 66 
<210> 57 
<211> 50 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 



(60) )02-2532-62 ( P 2 0 0 2 - 2 5 3 2 6 2 A ) 



<400> 57 

ccgccagagc caccgccacc agaaccgcca ccgcctgagg agacggtgac 50 
<210> 58 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 58 

tctggtggcg gtggctctgg cggtggcggt tctgatattg tgacgcag 48 
<210> 59 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 59 

tctggtggcg gtggctctgg cggtggcggt tctaaaatag ttctcacc 48 
<210> 60 
<211> 66 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 60 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttctga agtgaagctg W 
gtggag 66 
<210> 61 
<211> 65 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 61 

atgggttggt cttggatttt tctttttctt ctttctggtg gtacttctga ggtgaagctg 60 
atgga 65 
<210> 62 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: primer 



<400> 62 

tctggtggcg gtggctctgg cggtggcggt tctgacattg tgatgac 



47 



<210> 63 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 63 

ttaaagttca tccttcaaat cttcttcaga aatcaacttc tgttcagcat cagcccgttt GO 
<210> 64 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<210> 65 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 65 

gagctcttaa agttcatcct tcaaatct 28 
<210> 66 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<400> 64 

cccgggatgg gttggtcttg gatt 



24 



<400> 66 

gagctcttac aaatcttctt caga 



24 



<210> 67 
<211> 24 
<212> DNA 



<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: primer 
<4D0> 67 

gaattcaatg ggttggtctt ggat 24 
<210> 68 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 68 

aagcttaagt tcatccttca aatc 24 
<210> 69 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 



<400> 69 

cccgggttaa agttcatcct tcaaatcttc 

tHih ELI SA^MSLfciltfcS. 
[03 ] tit* U v-ffittSHs^ *#AUS*^3**lllfc 

[HI] 




?aaatc 40 
[04 ] ««^tftHcOtMH6«Sr . SDS-PAGE 
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X . DEAE>f ^l^&step wise itSSlS^ 0. 1M NaCl 

2 . mt 0.231 NaCl 

3 . In] h 0.3 H NaCl 
4 . 0.4M NaCl 

i5. l-4**CSrpool U*C c-myc Tag Affinityf§$| Fraction 1 

6 . iHl kc-myc Tag Affinity Fraction 2 
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C 1 2 N 15/00 
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4H04 5 
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(71) ajPA 599089664 

±H -05 

(72) &t#t gft ft 

mmm -mm &ff 

(72)%H8# ®n ®b. 

KMWBmimm l T@777#JJ!ll3-Si- 



(72) ^BB^ Jlljgi JlfS-7- 

ttiSjtSEfftJfriiH 1 Ta777#«Sl3^ 

(72) ^ag^ =F# 

*^3S^^ffJSfiaiirra2^i3#ia 

(72)f|B#& ±BB -05 



(S6) J02-253262 ( P 2 0 0 2 - 2 5 3 2 6 2 A ) 



(72)&BJ*# m JjJc— F?-A<##) 26030 AA02 AB03 ADOS CA06 tA17 

^t?5»tL>Km*E^tl8^l§9Tg ttTiS® CA19 CB02 CD03 CD06 CD10 

^f*J TD13 CD17 CD21 

4B024 AAOl AA08 AA11 BA51 CAOl 

DAOl £A04 GA30 HA15 
4B063 QAOl QA18 QA19 QD03 t|Q10 
QQ96 QR48 QR55 QS33 QXOl 
4B064 AG27 CA11-CA19 CC24 DAOl 
DA15 

4B065 AA89X AA90Y ABOl AC14 
BA02 GA25 CA44 CA46 

4H045 AA11 BAIO CA40 OA76 €A52 
FA74 
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